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Metabolomics-Studien: Artendifferenzierung Truffel
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Klassifizierung: Support VectorMachine
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NOTO und TONO
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SCORHENetabolite -1D

A Bereits angewendet

A NMR/LGMS parallel dynamic
spectroscopy{NMR/LGMS PDS) /
Metaboliten

A 3DCC (imensionalcross
correlation) / Glycane

A MathLab®App: Semiautomatic
CQrelation analysisfor RHiable
metabolite IDentification

Dai et al.,Anal. Chim. Act2009, 632 2211228.

Behnkenet al., Anal Bioanal. Chem2012 404, 14201437.
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EDC: Extracted Delta Chromatogram
EMC: Extracted Mass Chromatogram



